MOMA cfDNA validated ddPCR assays

Gene Nucleotide position Amino Acid Chr Position Position Amplicon size Fluorophor Limit of detection
& Change Change (hg19) (hg38) (nt) (MUT/WT) (25ng input)*
APC c.637C>T p.R213* 5 112116592 112780895 <80 FAM/VIC LOD=0,001172
APC c.637C>T p.R213* 5 112116592 112780895 <80 FAM/VIC LOD=0,000996
APC c.646C>T p.R216* 5 112128143 112792446 <80 FAM/VIC LOD=0,00149
APC c.673G>T p.Q225* 5 112128170 112792473 <80 FAM/VIC LOD=0,000267
APC c.1495C>T p.R499* 5 112162891 112827194 86 FAM/VIC LOD=0,000751
APC €.2626C>T p.R876* 5 112173917 112838220 <80 FAM/VIC LOD=0,000309
APC c.3147G>A p.W1049* 5 112174438 112838741 104 FAM/VIC LOD=0,000911
APC c.3340C>T p.R1114%* 5 112174631 112838934 108 FAM/VIC LOD=0,00068
APC c.3850G>T p.E1284%* 5 112175141 112839444 <80 FAM/VIC LOD=0,00023
APC c.3880C>T p.Q1294* 5 112175171 112839474 <80 FAM/VIC LOD=0,000911
APC €.3916G>T p.E1306* 5 112175207 112839510 <80 FAM/VIC LOD=0,000231
APC €.3925G>T p.E1309* 5 112175216 112839519 <80 FAM/VIC LOD=0,0000597
APC €.3980C>G p.51327%* 5 112175271 112839574 <80 FAM/VIC LOD=0
APC c.4037C>G p.S1346* 5 112175328 112839631 <80 FAM/VIC LOD=0
APC c. 4057G>T p.E153* 5 112175348 112839651 <80 FAM/VIC LOD=0
APC c.4120G>T p.E1374* 5 112175411 112839714 <80 FAM/VIC LOD=0,0000645
APC c.4175C>A p.51392* 5 112175466 112839769 69 FAM/VIC LOD=0
APC c.4221delT p.S1407fs*8 5 112175512 112839815 <80 FAM/VIC LOD=0
APC €.4339C>T p.Ql447* 5 112175630 112839933 <80 FAM/VIC LOD=0,0006061
APC c.4348C>T p.R1450* 5 112175639 112839942 <80 FAM/VIC LOD=0,00103
APC c.4393 4394delAG p.S1465fs*3 5 112175684 112839987 90 FAM/VIC LOD=0,0011
APC c.3546delA p.K1182fs 5 112174833 112839136 <80 FAM/VIC LOD=0,0003098
APC €.694C>T p.Arg232* 5 112128191 112792494 <80 FAM/VIC LOD=0,000898
BRAF c.1799T>A p.V600E 7 140453136 140753336 <80 FAM/VIC LOD=0
EIF1B €.335G>T p.G112V 3 40353498 40312007 <80 FAM/VIC LOD=0,00029
KRAS c.34G>C p.G12R 12 25398285 25245351 75 FAM/VIC LOD=0,0000321


http://genome.ucsc.edu/cgi-bin/hgTracks?db=hg19&position=chr5:112175624-112175654
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*May be subject to
change from batch to
batch. A positive
results always
requires 3 or more
positive droplets.



